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OIPE 



RAW SEQUENCE LISTING 

PATENT APPLICATION: US/10/037 , 63 3 



DATE: 01/19/2002 
TIME: 11:58:24 



Input Set : 
Output Set: 

3 aiO ■ APPLICANT: BLABER, 
\ SANL I , GULSAH 

"» BLABER , SACHIKO 

TITLE OF INVENTION 



s ite 



A:\DKGR-SEQS . ST2 5 . txt 
N:\CRF3\01182 0 02\J03763 3 .raw 

MICHAEL 



ENTERED 







«-> • 


1 2 0 - 

l an - 


c- 


- > 


11 <140> 


c- 


-> 


11 <141> 






11. - 


150 :■ 






1 2 ■ 


1 5 I > 






1 4 • 


I h i') 






lr, • 


l^n , 






1H 


2 i ii .• 






i 1 


2 1 ;: .- 
^ I ' * 






A '. i- 

2 S 


220 ■■ 






1 r "i 


> ■ 1 _.. 

2 2 3 > 



■DIKETO-D-GLUCONIC ACID REDUCTASES 



SYNTHETIC GENES FOR 2, 
FILE REFERENCE: 22201 

CURRENT APPLICATION NUMBER: US/10/037 ,63 3 
CURRENT FILING DATE: 2002-01-03 

PRIOR APPLICATION NUMBER: US 60/259527 

PRIOR FILING DATE: 2001-01-03 

NUMBER OF SEQ ID NOS ■ 6 

SOFTWARE: Patentln version 3.0 

SEQ ID NO: I 

LENGTH: 8-15 

TYPE: DNA 

ORGANISM: Corynebact er i uin species 
FEATURE : 

NAME/KEY : m i sc_f eature 

OTHER INFORMATION: " n " positions designate restriction endonuclease recognition 



2 H 


*:400> SEQUENCE: I 












W--> 30 


nnnatgacag 


ttcccagcat 


cgtgctcaac 


gaeggcaatt 


ccattcccca 


getegggtae 


60 


3 J 


qgogtcttea 


aggtgecgee 


qgcggacacc 


cagcgcgccg 


tcgaggaagc 


gctcgaag tc 


1.2 0 


3 4 


qqotaccggc 


acatcgacac 


cgcggcgatc 


tacggaaacg 


aagaaggc gt 


cggcgccgcg 


I H 'J 


'\ y 


■1 t-..-g--;ggcqa 


geggcatege 


gegega cgac 


ctgttcatca 


cgacg aagct 


ctggaa cgat 


24 0 


3 h 


ege<::aegacg 


gegatgagee 


cgctgcagcg 


atcg^gaga 


gccr.cgcgaa 


qcLqqcactc 


3D0 


41. 


■Mi eaggtcq 


acctgt acc t 


cgtgcactgg 


ccgacgcccg 


ccgccgacaa 


ctacgtgcac 


3h0 


12 


qeqtqggaga 


agatgatcga 


gcttcgcgca 


gccggtctca 


cccgcagcat 


cggcgtctcg 


420 


4 4 


aaccacc teg 


tgccgcacct 


eg ag ogcatc 


gtcgccgcca 


ccggcgrcgt 


geeggeggtq 


4 80 


4». 


aaocagatcg 


agctgcaccc 


eg cc La ccag 


cagegegaga 


tcaccgac t g 


ggccgccg cc 


5 4 0 


4i> 


« ;<n *qacg tg.l 


agatcgaatc 


■V gggggccg 


ct.-qqtoa jq 


geaagtacga 


C Lett c g g c 


h 0 0 


■ i » 


■ n:< gagcecg 


LCdct gegge 


t. g ' • ' m t ' 






, T ,-, ^ +- , T +- ,^ 


i-. f, i"i 




- *q ■ * aqca cc 


tqeaqaagqg 




t tcccTaaq*- 


'"•qq t ivar ra 


cqa qcacclc 


"^2 0 














runi^t c'iia«" 


"HO 


1 


<TC<ia\gga U; 


egggegaegg 


tl ^ >- ^ "I - 


r.j T_ 1 j H <J ( -tj ( ,1 (. . 


(-n^jccga t_ h a 


4 g L c g i j T _ j i 




W - - > 8 


nnnnn 












845 



h -J 



l.ih 
6 7 

71 



!.l 0:- 



SEQ ID 



NO: 

« .1 ^ 

TYPE: DNA 

ORGANISM: Corynebact ei 
SEQUENCE: 2 
cat atgaceg ttcegtctat cgttctgaac 
qgt qttttca aagttccgcc ggctgacaco 
ggt tacegtc acatcgacac cgctgctatc 



urn species 



•;4nCL 



gaeggtaact 
cagcqtgctg 
tacgqcaacg 



ctatcccgca gctgggttac 
ttgaa ga a g c t etggaag 1 1 
aagaaggtgt tggtgctgct 



7 3 atrgctgett: ctggtatcgc tegtgacgae ctgttcatca ccaccaaact gtggaacgac 



60 
1.2 0 
I HO 
240 
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RAW SEQUENCE LISTING 

PATENT A PPL I CAT I ON : US/10/0 3 7, 633 

Input Set : A:\DKGR-SEQS.ST25.txt 
Output Set: N:\CRF3\O11820O2\J037633.raw 



DAT E : 01/19/2002 
TIME : 11:58: 24 



75 cgccacgacg gtgacgaacc 
77 gatcaggttg acctgtacct 
7 9 gcttgggaaa aaatgatcga 



81 

8 3 
8 r > 
87 
89 
91 

9 \ 
9 5 
98 
99 
100 
101 
103 
104 



aaccacctgg 
aaccagatcg 
cacgacgtta 
gctgaaccgg 
egttggeacc 
gaagaa aac c 



ttccgcacct 
aactgcacec 
a a a teg a a to 
ta acegctge 
tgcagaaagg 
tggacgtttt 



yetatggatc egggogaogq 
agott 

SEQ ID NO: 3 
LENGTH: 84 3 

> TYPE: DNA 

> ORGANISM: Cory 
• FEATURE: 



ggctgetget 
gg ttcactgg 
actgc gtget 
gg aac gtatc 
gg cttaccag 
ttggggtccg 
tgetgetget 
tttcgttgtt 
eg a cttcgac 
ttctggtegt 



<?. 1.0> 

<2 11:- 
.:212 
:213 
'2 20 



nebaeter ium 
2 1> NAME/KEY: miso_f ea tare 



atcgotgaa t 
ccgaccccgg 
gctgq tctga 
gt tgetgeta 
oag eg tgaaa 
etgggteagg 
eaeggtaaaa 
tteeegaaat 
ctgaccgaca 
gtttotgetc 



spec lcs 



ctctggctau 
ctgetgaeaa 
cceg ttctat 
ccggtgttgt 
tcaccgactg 
gtaaataega 
ceceggctea 
ctgttegteg 
cegaaatege 
aeceggaega 



actggotctg 
ctacgttcac 
cggtgtttct 
tcegg etgtt 
ggctgetget: 
cc tg tteggt 
ggetgttetg 
tgaacg tctg 
tgetatcgae 
a a ttg ictga 



3O0 

3 60 
420 

4 80 
54 0 
600 

6 h 0 

7 20 

7 80 

8 4 0 
84 5 



H)5 <22 3> OTHER INFORMATION: 



positions at both ends of sequence represent restriction 



en do 
W-> 

w--> 



w--> 
w- - > 



10 b 
10" 7 
108 
109 
112 
113 
115 
117 
1 1.9 
121 
123 
125 
1 27 
129 
1 11 
1 H3 
1 <5 
1.5*7 
139 
141 



nuclease recognition sites 



rp ^ r.t 



' n " positions at residues 49-51, and 
ire as of disagreement in Lhe published sequence f 
B Detween Sjaoyama arid Powers, now^/er, both pu 



J .5-57 f 

or wild type DKGR 
blished sequences encode the same amino acid 

••400 • SEQUENCE: 3 

nnnatgeega acatccccac catcagcctc aacgaeggae gccccttcnn ngagnnnggg 



ctcgacacgt acaacctgcg eggjyac 

tegggctaec gcctgctcga caeggeg 

gcggtgcgcg ogagcagegt egatege 

cgccagcacg ggcgcgccga ggcggtc 

ctcgacgtga tcgacctgca gctgatc 

gacacctggc geggcatgat ega-geg 

tcqaacttea ccgagccgat gctgaag 

qtcaaooaug tcqaqctoca cceg tie 

qayoaeggea tecgeaccga gagetgg 

qayeagctqc tgcaggaget ggcggtc 

eqgtqgcacg tqr^gotcqq eageace 

eqcgagaaog oegatgi-gtt cqqette 



9 a T TTT'Jtogcgg ccatggtcgc cgcgatcgac 

jtg aactacgaga aegagagega ggteggcega 

jac gagetcateg tggcgageaa gatcccgggc 

jac agcatecgeg gategctega ceggctgggg 

:ac tggccgaacc ccagcgtggg eeggtggctc 

:gc gaggegggee tggtccgctc gateggegtc 

ice ctcatcgacg agaceggggt cacacccgcg 

t. to ceooaggcqq cgctgcgcgc gttccacgac 

age ccgctcgccc ggegcagega getgctcacc 

jtc tacggagtga egecgacgea ggtggtgctg 

ccg atccccaagt ccgccgac.ee cgatcgccag 



qcc cteacegceg accaggtcga tgega t rtng 

ggcctcgagc gegggegget ctgggacggc gaccccgaca cgcacgaaga gatgtagnnn 
nnn 

'2 1-:- SF.Q ID No: 4 



60 

120 
lfci 0 
4 0 
3 0 0 
3 60 
0 
180 
4 0 
h u 0 
fShO 
^ 2 0 
780 
840 
843 



V ORGANISM: no rynobac te r i um species 
14 9 4 0 0.- SEQUENCE: 4 

i '•"»() oitdtqccqa acatcccgac eatetctetg aacgaeggtc qtccgttcoc qgaact.yggt mj 

152 etgggtacct acaacctgcg i.yy Lqa^ju.j ggtgttq^g -^ataat.tdc tgetatcgae 120 

I 54 U'tqqttacc gtet-ge^qqa eaeeqctgtt aactacgaaa acgaatctga agttggtcgt i.au 

156 grtgttogtq ettcttctgt Lgaccgtgac gaactgatcg • t gottctaa aatcccgggt 240 

158 cqteagcaeg gtcgtgctga agctgttyae tetateegtg gttctctgga eegtctqqqt MJU 

160 e'ggaeqtra tcgacclqca qetqatceac tggccgaacc cqtetgttgg tcgttggctg 360 
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RAW SEQUENCE LISTING DATE: 0 1/19/2002 

PATENT APPLICATION: US/10/0 3 7 , 6 3 3 TIME : 11:58:24 



Input. Set : A:\DKGR-SEQS.ST25.txt 
Output Set: N:\CRF3\01182002\J037633.raw 



lh2 


gaca 


cctggc 


gtggtatgat c 


guege tegt 


gaagetggtc 


tgg ttey ttc 


late 




4 20 


1 hi 


tctaacttcu 


cegaaecgat gctgaaaacc 


ctgatcgacg 


a aaccggtgt 


tace 


ZCqqct 


480 


1 f. i u 


g ttaacc 


agg 


ttgaactgea c 


eegtactte 


ccgeaggetg 


etc 


tgcgtgc 


tttc 


cacijac 


5 4 0 


1 *y H 


gaacacggta 


tccgtaccga atettggtct 


c c 


gctggctc 


gtc 


gttctga 


actgctgacc 


6 0 0 


17 i| 


gaac 


age 


tge 


tgeaggaact ggctgttgtt 


tacggtgtta 




cgaccca 


ggttgttetg 


b 6 0 


1 / 2 


cgttggc 


aeg 


tteagetggg ttctaccccg 


atcecgaaat 


c tgctgaccc 


ggac 


^gteag 


"1 2 0 


1 7 4 


cgtgaaaacg 


cugacgtttt eggttteget 


ctgaccgctg 


accaggttga 


cgctatctct 


7 80 


1 1 b 


uat r 


tggaae 


gtggtcgtct gtgggacggt 


gacccggaca 


cccacgaaga 


aatgtagaag 


84 0 


1 "* H 


c tt 
































84 3 


1 H 1 


< 2 1 0 


- SEQ ID NT): 




























1 8 2 


J 1 [ 


• LENGTH : 27 7 


























1 8 .1 


<2 12 


• TYPE • 


PKT 




























18 4 


<2 1 3 


- ORGANISM : 


Oorynebacter lum 


spec ies 
















1 8*i» 


• ' .1 0 f) 


> SEQUENCE : 




























188 


Met 


Thr 


Val 


Pro 


3 r 


lie 


Va 1 


Leu 


Asn 


Asp 


Gly 


Asn 


Ser 


lie 


Pro 


G 1 n 




ly y 


1 








5 










10 










15 






l 9 l 


Le U 


g l v 


T vr 


G 1 v 


Val 


Phe 


Lys 


Val 


Pro 


Pro 


Ala 


Asp 


Thr 


Gin 


Arg 


Ala 




1 '"■» 2 








2 0 










2 5 










30 








1 94 


V (J. X 


Glu 


G Lu 


A 1 a 


\.j e u 


o 1 Li 


v d 1 


1 1 y 


1 i L 


A rg 


His 


1 1 e 


Asp) 


Thr 


Ala 


Ala 




1 r i 






3 5 










1 n 










4 5 










1 1 ' 




r , 


V: ! T " 


A s P. 


will 


' T i Ll 




\r a 1 




A 1 ,4 
f A L CI 


Ala 


I le 


Ala 


Ala 


Ser 


Gly 




1 'iH 




5 0 










5 5 










6 0 












2 i " ! J 


I Lc 


A 1 a 


A rci 


Asd 

IT 


A 

Asp 


Leu 


Dlip 
r 1 1 


L lc 


Th t 


L J i X 


s 


T ^ U 


T rn 
lip 


Asn 


Asp 


Ar ( j 
















7 0 










7 5 










8 0 




2 ! - ' J ' 




Asp 


Ly 


Asp 


G lu 


Pro 


Ala 


Ala 


Ala 


Cle 


Ala 


G 1 u 


Q o r~ 


i_i p [\ 


Ala 






2 0 4 










8 5 










O 0 

? u 










9 5 






' I J h 


Leu 


Ala 


Leu 


Asp 


Gin 


Val 


Asp 


Leu 


Tyr 


Leu 


Val 


H Is 


T rn 


Pro 


Thr 


Pro 




2 1 1 7 








100 










10 5 










1 1 0 

L X \J 








,»u 


n La 


Ala 


A s p 


Asn 


Tyr 


Val 


His 


Ala 


Trp 


Glu 


Lys 


Met 


I le 


Glu 


Leu 


Arg 




2 1 !' 






1 1 5 










120 










125 










2 12 


Ala 


Ala 


Gly 


Leu 


Thr 


Arg 


Ser 


Lie 


Gly 


Val 


Ser 


Asn 


His 


Leu 


Val 


Pro 




2 1 1 




1 3 0 










135 










14 0 












X 


His 


Leu 


G 1 u 


Arg 


[ le 


Val 


Ala 


A 1 a 


Thr 


Gly 


Val 


Va 1 


Pro 


Ala 


Val 


Asn 




2 Lb 


1 4 5 










1 5 0 










155 










160 




218 


Gin 


( ; l u 


Leu 


H Is 


Pro 


Ala 


Tyr 

1 ./ *■ 


Gin 


G In 


Arg 


Glu 


lie 


Thr 


Asp 


Trp 


Ala 




1 M j 










! 6 5 










170 










1 7 5 






2 2 I 


Ala 


Ala 


Hi s 


A s p 


Val 


r.ys 


Tie 


Glu 


Ser 


Trp 


Gly 


P ro 


Leu 


G 1 y 


Gin 


Gly 












) 8 0 










185 










190 












■ / 1 


r 






'7 1 


A i a 


r. I n 


Pro 


Val 


Thr 


A la 


A • a 


Ala 


A 1 a 


Ala 










: u r . 










200 




















J 2 8 




2 1 (.! 








A ! d 




A 1 a 


Va I 


i t'U 


Ar q 


I i I 


H i ? 


Lou 


G 1 n 


r ys 










Va i 


Va 1 


Phe 


Pro 


Lys 


Ser 


Va 1 


Arg 


A I y 


G 1 u 


A r g 


l e u 


111 u 


1 j i i * 




2 81 


22 5 










2 3 0 




















2 4 0 








T on 


A q rj 


Val 


Phe 


Asp 


Phe 


Asp 


Leu 


Thr 


Asp 


Thr 


Glu 


1 le 


/Ma 


A 1 a 




2 34 










24 5 




















2 55 






2 2. ( ■ 


r i p 


A 


A 1 a 


Met 


Asp 


P ro 


G 1 y 


Asp 


G 1 y 


Ser 


Gly 


Arg 


Val 


Ser 


Ala 


His 




2 r; 








260 










2 6 5 










270 








2 3 9 


Pro 


Asp 


Glu 


Val 


Asp 
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RAW SEQUENCE LISTING DATE: 01/19/2002 

PATENT APPLICATION: US/1 0/0 3 7, 633 TIME: ll: r )8:24 



Input: Set : A:\DKGR-SEQS.ST25.txt 
Output Set: N:\CRF3\0118 2 002\J0 3 7 6 3 3.raw 

240 J75 
242 <210> SE'J ID NO: 6 
2-1 < :211> LENGTH: 277 
24 4 • J 1 2:- TYPE: PRT 



24 5 :213> ORGANISM: Corynebacter lum species 
24 7 ;40 0> SEQUENCE: 6 



j 4 «-} 




Pj-q 


Asn 


I le 


P ro 


Thr 


I le 


S^r 


Leu 


Asn 


Asp 


G 1 y 


Arg 


Pr<"> 


Phe 


Pro 


2 Sn 


| 








5 










10 










1 5 




1 7 i ^ 




! e u 


j 1 y 


Leu 
2 0 


Gly 


Thr 


T v r 
1 y l 


Asn 


Lo u 
2 5 


Arg 


G 1 y 


Asp 


Giu 


Gly 
3 0 


Va 1 


Ala 






Met 


Va J 


Ala 


A 1 a 


1 J e 


A S p 


Se r 


0 1 v 


T v r 
1 y 1 


A rn 
rt 1 g 


Lp Ll 


Leu 


Asp 


T h r 


Ala 


' : i h 






1 5 










4 0 










4 5 








' ; i H 


Va ] 


h s n 




G 1 u 


Asn 


Giu 


Ser 


G I u 


Val 


G Ly 


Arg 


Ala 


Va 1 




Ala 


Se r 


"' ' ■) 




--, f] 




















h 0 










1 t. ! 


o t :I 


v d L 


Asp 


A r q 


A s p 


>jj X LI 


Leu 


T 1 

1 X c: 


V Cl X 


M. X a. 


Op r 


Lj y ir> 


T 1 q 
Lie 




vjj x y 


Arg 


' f J ' 












7 0 










7 5 










8 0 


. , ■ 1 ' I 


1 ; 1 n 

' . T X 11 




> j x y 


A rri 
.hi y 


Ala 


1 J X U. 


A 1 a 

t\ L O. 


V CI X 


Aon 




1 It 


a rn 
r\.x ^ 


1 j T y 




r on 

Xitr U. 


Sen 












8 5 










9 0 










9 5 








] j e u 


< 1.1 V 


r pi . 


Asp 


v a X 


I I t- 


/"i S p 


1_, t 1.1 


'j 1 n 


L e u 




n 1 b 


1 I p 


Dm 
r 1 U 


A 

Asn 


1 ♦ • H 








1 u V 










X U J 










j_ X 'J 






J ~* i j 


, > f~i ) 


S t ! L 


■ • . 1 


G I Y 


A rn 


T rn 


| pil 


■"a D 


T h r 


T rn 


A ru 


G L y 


Met 


I le 


L 


A la 


2 7 1 






1 15 










120 


















2 7-1 


Arg 


v 3 1 U 


A La 


Gly 


Leu 


Val 


Arg 


Ser 


lie 


Gly 


Val 


Ser 


Asn 


Phe 


Thr 


Giu 


2 7 4 




L 3 0 










135 










14 0 










2 7^ 


Pro 


Met 


Leu 


Lys 


Thr 


Leu 


1 1 e 


A s p 


G J u 


Thr 


Gly 


Va 1 


Thr 


Pro 


Ala 


Val 


1-7—7 


1.4 5 










150 










155 










160 


2 17 


A s n 


c ; 1 n 


Val 


Giu 


Leu 


His 


Pro 


Tyr 


Phe 


Pro 


Gin 


Ala 


Ala 


Leu 


Arg 


Ala 


2B(> 










1 6 5 










170 










175 




282 


Phe 


His 


Asp 


G Lu 


His 


Gly 


lie 


Arg 


Thr 


Giu 


Ser 


Trp 


Ser 


Pro 


Leu 


Ala 


2 8 7- 








180 










185 










190 






2 85 


Arg 


Arg 


Ser 


Giu 


Leu 


Leu 


Thr 


Giu 


G In 


Le u 


Leu 


G 1 n 


Giu 


Leu 


Ala 


Val 


2 Hi 






4 95 










200 










205 








288 


Va L 


Tyr 


G 1 y 


Val 


Thr 


Pro 


Thr 


G 1 n 


Val 


Val 


Lpu 


Arg 


Trp 


His 


Val 


Gin 


28 ( < 




2 10 










2 15 










^20 










2<L1 


Leu 


Gly 


Ser 


Thr 


Pro 


lie 


Pro 


Lys 


Ser 


Ala 


Asp 


Pro 


Asp 


Arg 


G 1 n 


A rg 


2 ( *2 


2 2' 5 










2 3 0 










235 










240 


2 4 


G 1. u 


Asn 


Ala 


Asp 


Val 


Phe 


Gly 


Phe 


Ala 


Leu 


Thr 


Ala 


Asp 


Gin 


Val 


Asp 


' ' M £ > 










24 5 










2 50 










255 




2 ' * 


A ..d 


I 1 1 ■ 




.1 j. j 










a ra 


Lpu 


T rp 


Asp 


( ; 1 y 


A s p 


Pro 


Asp 



265 



-.01 
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VERIFICATION SUMMARY 

PA It: NT APPLICATION: 



US/10/037, 633 



DATE : 01/19/2002 
TIME : 1 1 : r >8 : 2 r ) 



L: 11 M : 2 
L : 1 1 M • 2 
L: 30 M. 2 
L: 30 M. 3 
E: 58 M. 2 
L: 58 M 3 
L:109 M: 
113 M- 
113 M . 
139 M. 
139 M 
L : 1 4 1 M 
L: 14 1 M : 



70 
71 
SB 
4 1 

r>8 

4 1 



34 1 
2S8 
34 1 
2S8 
341 



Input Set : A:\DKGR-SEQS.ST2 5.txt 
Output Set: N:\CRF3\01182002\J03 7 6 3 3.raw 

C: Current Application Number differs, Replaced Current Application No 
C: Current Filing Date differs, Replaced Current Filing Date 1 
W: Mandatory Feature missing, <222> not found for SEQ IDff : 1 
W: (46) o or "Xaa" used, for SEQ ID# : 1 

W: Mandatory Feature missing, <222:> not found for SEQ IDS : 1 
W: (46) "n" or "Xaa" used, for SEQ ID# : 1 

Allowed number of lines exceeded, <223> Other Information: 
missing, <;222> not found for SEQ 1E># : 3 
used , for SEQ ID# : 3 

missing, «'222> not found for SEQ ID# : 3 
used , for SEQ ID* : 3 

missing, -.22 2> not found for SEQ IDtt : 3 
used, for SEQ ID# : 3 



Mandatory Feature 
(46) "rC or "Xaa" 
Mandatory Feature 
(46) "n" or "Xaa" 
Mandatory Feature 
(46) "n" or "Xaa" 
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